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[Abstract] Objective To understand the molecular epidemiological characteristics of HIV in the population of
acute HIV infection (AHI) in Hangzhou, and to provide theoretical support for the prevention and control of AIDS.
Methods Demographic information and blood samples were collected from individuals with AHI in Hangzhou from
2019 to 2024. CD4* T lymphocyte counts and HIV viral load were measured. The HIV pol gene region was amplified,
and HIV genotyping was performed using phylogenetic tree analysis. Sequences were submitted to the Stanford
University Drug Resistance Database for resistance analysis. Results A total of 215 HIV pol gene sequences from
AHI patients were obtained, with the majority being men who have sex with men (MSM) (74.4%, 160/215). A higher
proportion of cases was detected through preoperative testing (36.3%, 78/215). Nine HIV subtypes were identified,
with CRFO7_BC  (44.7%, 96/215) and CRFO1_AE (30.2%, 65/215) being the predominant subtypes. The highest
proportion of patients had HIV viral loads of 10>-107 copies/mL (58.6%, 126/215), and CD4* T lymphocyte counts were
predominantly between 200-349 cells/pl.  (41.9%, 90/215). There was 17.2% (37/215) of AHI cases having CD4* T
lymphocyte counts below 200 cells/pL. There were significant differences in viral load (x*=17.29,P=0.002) and CD4*
T lymphocyte counts ( x*=23.32,P<0.001) between subtypes. The rate of transmitted drug resistance (TDR) was 6.0%
(13/215), with the K103N resistance mutation being the most prevalent (3.3%, 7/215). Conclusions In Hangzhou,
multiple HIV subtypes co-exist in individuals with HIV. The rate of TDR is relatively high, and active detection

remains insufficient.
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