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[Abstract] The widespread use of carbapenem antibiotics has led to an annual increase in the detection rate of

carbapenem-resistant bacteria. The production of New Delhi metallo-beta-lactamase

(NDM) is one of the key

resistance mechanisms in these bacteria, with its prevalence varying across different regions globally. Although most

of the global spread of blaypy is horizontal transfer through mobile genetic elements such as plasmids, transposons,

and integrons, clonal transmission plays a key role in regional and even global outbreaks. This review summarizes the

molecular epidemiology and transmission mechanisms of NDM, aiming to provide insights for the prevention and

control of NDM-related transmission outbreaks.
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P AT LSS blapy TEAS R AR 2Z [ A 35 o blaon 2 AL T
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5 5 DR AT D lapyes D laspyy Dlaspyrs <blaxpyao B blaxpya 25 B4R
JE Y IncX3 A B YIAR G PED 2200 Hoeh DU blayows 1Y IneX3
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